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Human PCDHA2 qPCR Primer Pair
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QH46489S Human PCDHA?2 gPCR Primer Pair 200X
FEamiE T
» Human PCDHA2 qPCR Primer Pair, BIAPCDHA2 qPCR5 ¥/, FZH T TSYBR GreenfJqPCR. One-Step qRT-PCR

>

gisemi-quantitative PCR, A5[¥afskigit. £idqPCRIIE. FRAYS YA,
gPCR (Quantitative PCR)BIE&PCR, WHRELH % E BPCRE LM & &EPCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, PSS ERNE SR AR N (PCR)IEING W&, qPCRE
FAPRR 7T 5 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2RI A2, I B IDNALS & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /= ; MitRETi%(Probe method), WMHE#HR A TagManiRErE, MERDEEH
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHER, METRIFEERIE, R4
f, V8RR, S _RETERL LRI, qPCREGEREE; RRF5IN—MBEREESMNE T (Span exon junctions), &G 1%
HRNHADNA (gDNA)WY#[3,4]; RRZRFINEIWr=RIEEEE, JUFEE TITE AR/NINER; 51N TMEL60°C, KZ4L
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEES(Nuclease-free), HFEIMA400plfBAKIARK2.5uM each, BRI, 1%20ulsl25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name protocadherin alpha 2
Gene Symbol PCDHA?2
Synonyms PCDH-ALPHA?2
Organism Human
Gene ID 56146
UniProt ID Q9Y5H9

Main Accession No. NM_018905

NM_018905, NM_031495, NM_031496, NM_018905.1, NM_018905.2, NM_031495.1,
BC003126, NM_031495.2, NM_018905.3

Map Location 5q31.3

Other Accession No.

Pathway -

This gene is a member of the protocadherin alpha gene cluster, one of three related
gene clusters tandemly linked on chromosome five that demonstrate an unusual
genomic organization similar to that of B-cell and T-cell receptor gene clusters. The
alpha gene cluster is composed of 15 cadherin superfamily genes related to the mouse
CNR genes and consists of 13 highly similar and 2 more distantly related coding
sequences. The tandem array of 15 N-terminal exons, or variable exons, are followed by
downstream C-terminal exons, or constant exons, which are shared by all genes in the
cluster. The large, uninterrupted N-terminal exons each encode six cadherin
ectodomains while the C-terminal exons encode the cytoplasmic domain. These neural
cadherin-like cell adhesion proteins are integral plasma membrane proteins that most
likely play a critical role in the establishment and function of specific cell-cell
connections in the brain. Alternative splicing has been observed and additional
variants have been suggested but their full-length nature has yet to be determined.
[provided by RefSeq, Jul 2008]

Gene Summary

Amplicon Information
Amplicon Length (bp) ‘ 105




NCBI mRNA ID NM_018905.3
NCBI Protein ID NP_061728.1
Ensembl Transcript ID | ENST00000526136.2
Ensembl Gene ID ENSG00000204969.7
Ensembl mRNA ID PCDHA2-203
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QH46489S Human PCDHA?2 qPCR Primer Pair 1nmol each
— iR 117
RIEFSM:
20°CIRfE, BN ERIEHHTIE Y 7%, B S HRRl,
AREI
> PCRY YN KER e AR R G EELMEREAmMAERZER,
> BARAKRZRYNG W R AR G, BRSO TERIZL(Melt curve) 74T DABEY 1 S R R St QiR VA — Mafigh

Ll (O I AR IR KL EE RDONBEDNA I TmAE), VERH A —Fhsa—r=Y); RGN, 2 sgig, ATREZS V)

CRRSARRE R . FAEERADNAB R, KAIMOMEGGE R, BRI E AR SERATS R (No template control, NTC),

B RARZ H B0 S BRI ASMNRI AT [ S 2H 55, FRAEAE S F LA TCAEAON BRFLAB R - =, RIHIMT R S 1 RIASHE

HFERE Y 1,

> HRMAKRTEEY W54, SRR #5qPCR Mix,

> APEECRTEW A RRRERT A, MEATIRRSEEGETT, MEATRELEZ R, MEERTEEEEN,
> NTIENZEREE, EELRRITES— X ETFERE,

fERAEE:

1. PCRIZMEFRIBEHE :

a. JREAT AT, 3000-8000 X gBHL17r#h, DARGH S5 [V FREUR, BEIMA400pl@8AUK, Joiir s FaEiRSER, R
JE B OHLPIE L LR, I35 G ERBWATIRS, BIf§400ul 2.5uM eachfyPrimer Mix, #B4li/KifEF{# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEHIESIPCRIR M T & #IIA . SYBR Green qPCR Mix# 5 mifEHIES G & Tk L8ivk&E W, #HEFEHH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii5%#%) (D7501/D7503/D7507)8kBeyoFast™ SYBR Green One-Step
gRT-PCR Kit (P55 %) (D7509).

c. ZETRERRNKIA LIREPCRRMNIAR, PAI6FLIAIBeyoFast™ SYBR Green qPCR Mix (2X) 4,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
HL: BEIIYNLIREH0.2-0.5uM eachi FI3R1G REFIVESTUZCR, WATRIBIEHAE0.1-1.0uM each i IARES [MH94%
W,
H2: JEHDNAKRKEDLAL-10ng cDNAASE &R, FRARYAMIERSESERENEREEORE, WELE, ATk
AR B AR TR R, DARER R &, RT-PCRIMSFIFICDNA EE/EABARES, HNmaE N2y
PCRZ M EATIR10%,
H3: 96FLIRHIIETE PR ZR J920ul, W] DARIESERRSEIR TR oK, H&bufli R/ N MR R,
4 EBOLE BRI B,

d. ABESBREITRSSHEM VortexiRs), iRk LED, MRANRETER, #H#EF 8 HABeyoFuge™ HEAlBU LA E O
(FH R, 2500rpm) (E6758) M THHE O,

e. HIREBFHMPCRRMNEHPCRMRE FHEERPCRIN L, FFHIAEZEPCRRM,

2. PCRIRMFEF:

TEReal-time PCRR M ETHATEARAIAIAM:, JEEBRENISC 2578, HEARHEGCEME Y ERNAR5-1073%, AFEFZLL

ABI QuantStudio™ 6 FlexZtw EPCR{CHHA:

a. FAEM:: 95°C 2974,

b. Z&PE: 95°C 158);

c. JEX/EEM: 60°C 15-30%D;
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o o

. EELEDHIY e, HIHA0MER,
FEfREIZR T (RTIE) . 95°C 158D, 60°C 15%), 95°C 15%);

f. BATOEE B PCRIGR IR TS R
E: DLERBIAERQPCRRM AL, (MHES%H, KRR, 5IWENEARRTS S, FRIESNR. 517, BRA
B IR E B BB 46 1, R ELBUOR S N A R EIR NN IEQPCR, WK =4 1%qPCR, HFEIRK/IEM
JEIN—472°C 307, BEEESDED, cMIMATIX—PERIL40 MBI,
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1. AAZ5194:
e S 7 AR %
QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢X
QHO00021 Human HMBS qPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QHO00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 gPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000¢X
QHO00069 Human TBP gqPCR Primer Pair 200/1000¢X
QH00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QHO00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

i @ HGAPDH, RPLPO, ACTB. TUBBFIB2M{ENANZ,

BEARIX =F IR R LR FHmNRK, A A=A HHPRT18L

RNA18SSTEANS, NIKFHREAISLIRMER, EIRs [Py a i [5-6].
2. /NS5

7 iR S et (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QM00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QM00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
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QMO00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢%
QM00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QM00046 Mouse Rn18s qPCR Primer Pair 200/1000¢X
QMO00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000/X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QM00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

#: #HEMFHGapdh. Rplp0. Actb. TubbMIB2mfEANS, (HUMRIX=FHILHEH ALK, TAZIA M HHprt1siRnl8s
TERNZ, AIREHRESERRCE, LiRg1Yya] R HEH[5-6],
3. EFZDNA (gDNA)5 Y%t (F T gDNAG Fefanil) :

R E =2 R 2y GBS
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7].
4. SYBR Green qPCR Mix X 4E#1:

2 S I AR (2R3
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fii5 §+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPC;I?IPJ{) Mix (2X, High ROX, Bfji5 4% 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step gRT-PCR Kit (Bji53¢%) 100/500%%
FASA011-1pc BeyoGold™ i i IM/AR
FSF002 wHEE B PCRASMRE (ABI 7 %) 20 /fu%E
FSF035-100pcs BeyoGold™ %>t 8 PCR A 4R 5 (1 B2 100y /futs
FSF039-20pcs BeyoGold™#>'t7E Bt PCR A B B (R B8, 3 11574%) 207 /0
FSF039-100pcs BeyoGold™ &)t B PCRAHIHR B (R B, i 177 4%) 100 /02
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, &) 1254k /&, 108/46
FTUB333 PN E = PCRA96FLIR (ABLF %) 207 /0%
FTUB384 WHEE mPCRAI384 LR (ABI732%) 20/t
FTUB335-1box BeyoGold™¢ )& s PCRAI96FLAR (0.2ml, FotRiz, iEHA) 100N/&
FTUB335-5bxs BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, BEHH) 100N/&, 5E/F8
FTUB337-1box BeyoGold™# K E & PCRAII6FLAR(0.2ml, 481, 1#EHA) 100N /8
FTUB337-5bxs BeyoGold™ZE &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8, S&E/F
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